OBLON ET AL (703) 413-300) 

DOCKETS J>7yi^^j RHTPT /oFJC? 




03L0N ET AL Cm) 413-300) 

DOCKET «JZW.^SHEBr J? OF ^ 



iO/553124 



Fig.2 



NaCI concentration 



A 



0 mM 400 mM 0 mM 50 mM 




Paspalum 



Rice 



B 



NaCI concentration 



0 mM 400 mM 0 mM 50 mM 




Paspalum 



Rice 
(Pokkari) 



2/20 



OBLONErAL(703)413^ lQ/S5512d 
DOCKET #_2Z2^^.SHEET ^ OF ^ 



Fig.3 



(GENETYX-MAC: phylogenetic tree] 



Method :UPGMA 



0.0688 



0.0545 



0.2958 



0.0188 



0.1100 



Group No, 



0.0503 



0.0767 



Atlg 12780 



0.0503 



0.0594 



0.0722 



0.4938 



0.1270 



Atl 963180 



Ct UGE 



0.1958 
0.0621 



0.0621 



0.1215 
0.0681 



Ps UGE1 



At4g10960 



At4g23920 



At1g64440 



Os UGE 



0.0681 
0.0523 



PSUGE2 



Atlg 30620 



0.0523 



At2g34850 



3/20 



03L0N ET AL (703) 413-3000 
DOCKET ^^Zl3.it£3JL5t3'&Sm 



mo 




Fig. 4 



[ GENETYX-MAC : Multiple Alignment] 

9«t« : 2003.03.16 



UGE1 
PsUGE2 
flt1g12780 
fltlg63180 
Ct UGE 

Ps UGEl 
PsUGE2 
fltlgl2780 
Rt1g6318e 
Ct UGE 

Ps UGEl 
PsUGE2 
flt1g12780 
flt1g63180 
Ct UGE 

Ps UGEl 
PsUGE2 
flt1g12780 
Rt1g63180 
Ct UGE 

Ps UGEl 

PsUGE2 
flt1g12780 
flt1g63180 
Ct UGE 

Ps UGEl 
PsUGE2 
fltlg12780 
Rt1g63180 
Ct UGE 

Ps UGEl 
PsUGE2 
flt1g12780 
Rt1g63180 
Ct UGE 



60 
49 
49 
49 



MR I GGRERGGGGRgRiGR-SVLVTGGflGF I GTHlpLRl 
MVSflVLRT I L3'TGGfiG0l G^mU 



1GSS VEQN 

1GS3VEQN 

•MVS-SRt^yGET-- 



I LVTGGRGF I GTHTVVQLL <D 
I LVTGGRGF I GTHTVVQLL S 
i LVTGGRGF I G§hTVVQLLk 





.E 
.fl 



I IDhgjNSV^IEfiVto 
I IDNLDNSVVERVH 
I IDNLf ? hsvl lDhVH 



I rHrS-rr- 

IRS-S HGGRRN 
W^Ep?GPbp§-KK- 
=JVR-E|.VGPp -S-TK- 

={vf8 - [:lvgpl Ls{-sn-lhf 



1R| 
4KV| 
li)^ HLpDLRhl<B 
=Hl SDLRrfCP 
HH jDLRNI 



JDLEaRFIflflR 



Rpb 

!<Fr 



M 

LL 



^BflVlliHf'RGLKflVGESVfiR 
RFp V I HFRGLKflVGESV 
KLFSkQ ^FDflV I HFRGLKflVGESV ENPftR 
FS iQBFDflV I HFRGLKflVGESV B SP =5R 
FSKtR KdRV I HFRGLKj G t/GESvL hPlSM 




/VDNNI 



PsgHNLlRpT I NLVKR 
DNNLjipT lS4Bv 
DNNLVGT I NLVE 

JjmLVGT I NLvgrriRKiv 

/VDNNLVfilr I HLF QVI-fekFhc 



^EHGCKKMVFSSSRTVVf 
IPjRHGpKjCjv'FSSSRTVVt 



kPq 



HPVGRTKL 
SPVGRTKL V 



LPCVE 
EV 

hRK^'NCI<31f1VFSSSRTVVGQPla<[^P 

fiCKhhvFSSSRTVVGQPBI vf»CVED 

SSRTVVGQPD Q llPCVEDE Nlii hriNPVGFfekLFfi ' 



! 



DFE . < =imPVGRTKLFL 
. Q =^MNPVGRTKLFL 



177 
168 
166 
166 
169 




EE I RRD 
EE I RRD 
EEf^RD 




l|V|-LRVFNPllpR 
I ILLRVFNPVGR 
I I LLRVFNPVGRHES 
I I LLRVFMPVGRHES 

I I LLRVFNPVGRHES 



I GEDPj<G{«;pFiNi^ I QQVRVGRLPELN 

IE 



I GEDFgS I PNNLMPS.0}QVRVGR|}=O 
I GEDPKG I PNNLMPV I QQVflVGRLPELh 
I GEDPKG I PNNLMPV I QQVflVGRLPELr 
I GEDP^ bE >NNLMPV I QQVRVfihLPELh 



237 yVGHDVP- 

228 v'VCQd* 
226 /VGHDVP- 
226 tgSHDVP" 

229 Teghdvp: 



DGTflipDV I HV VDLRDGH I RRL SkL 
DGTgpRD V I HVyDLRDGH I RRL G < 
DGepVRDV I HVMDLRDGH I RRL =i < 
DGgpVRDV I HVMDLRDGK0RRL i <L 
3GTflfn=tDV I HVMDLflDGH i RRU RKL 




Sav^BVNLGTGp 
3C§V}/NLGTG < 
3CTflVNLGTG Q 
jCTRVNLGTG Q 
3CTRVNLGTG ^tSTSVLEMM 



uTSVLEMV 
pTSVLEMV 
3TSVLEMV 
3TSVLEMV 



296 pflF|<)<RSGI<grPfr9iEPRRPGDfl 
288 =^RFEKfi?^GKK i Pt VPflGhRPGDRgl . 

285 BQFEKRSGKK I P I KLCPRR§bDflTflVVflSTEkREKELGUKflKVGvCkMCRDQI«g^ 



^VRSTEKREgplGCfe^gpai EEMCR^ 
■VRfitlfikREKEU<lJKRKVG I EEMCRDQWNW 



285 SSfEKflSGKK I P f KLCPRR|RpDflTflVVflSTg}<REKELGI4KRKVGVppMCRDQWNW 

288 RrFEKRSGKK I P 1 KF i bPRRPGDRTRVVRSTEKREKELGUKRKVGVEEMCRDQii < 




356 V 
348 Vp 
345 pGV 
345 A 
348 I4GVQG 




59 
48 
48 
48 
51 

116 
107 
105 
105 
108 

176 
167 
165 
165 
168 

236 
227 
225 
225 
228 

295 
287 
284 
284 
287 

355 
347 
344 
344 
347 

364 
358 
351 
351 
354 



4/20 



OBLON ET AL (703) 4J3-3000 /</ fe ^ ""'^ 

DOCKET U^miOL-SlJEStJioV J20 •® *^ ^ ^ 




Fig.5 



1554 kb 




SEQ.No.10 



SEQ.No.11 



5'-UTR 




3'-UTR 



Poly A tail 



pBK-CMV phagemid vector 



BamHI 



PGR 
& 

Subcloning 




NotI 




1 296bp 

pPCR-Script AMP SK + Vector 



NotI treatment 
Blunt ending 
BamHI treatment 



y PsUGE-1 



BamHI 




Blunt-end 



BamHI Sad 




BamHI Blunt-«nd 

NosT 



pBI221 



Sad treatment"' 
Blunt ending 
Baml-ll treatment 



pBI221 



Hindlli 



35S 



EcoRI 
NosT 




PsUGE1a/pBI221 



5/20 



OBI,ONErAI.(703)413^ 
DOCKET *-^ZfittL.SHEBT^OF^ 



mil 



10/5 




6/20 



OBLON ET AL (703) 413-3000 jL '/j ^ g 

DOCKET 



Fig.7 



t3 
1^ 




/ £^ w •> \ > 't:^ 




VNT 





V NT 



7/20 



OBLON ET AL f7G3) 413-3000 

DOCKET #.2^0^X.SHEET^OF^ 



Fig.8 



RNA 




8/20 



OBLCN ET AL (703) 413-30)0 
DOCKET ^J7i/y^f£^<, SHEET 




O/i 



Fig.9 



35S:PsU GE1 a:nosT 

Plant redifferentiated from Nipponbare callus (Transgenic Nipponbare) 

+ glucose + galactose -t- galactose 




9/20 



05L0N ET AL (705) 413-3000 

DOCKET #.^2^ifc_SHEET_/gDF.^ 





Fig. 10 




Sugar 
Sucrose 84 mM 

Galactose 10 mM 



Galactose 21 mM |U 



Galactose 42 mM 



Galactose 84 mM 



Galactose 168 mM 



Control: 

Plant rediffentiated from 
non-transgenic plant callus 



35S:PsUGE1a:NosT 




i't'i-ii;':'''. 




0 1 2 3 4 5 

Control: 

Plant rediffentiated from 




QjjQgP non-transgenic plant callus 

Sucrose 84 mM - • • • • 



6 7 0 1 2 3 

Number of adventitious root 

35S:PsUGE1a:NosT 



• • 



Galactose 10 mM 



Galactose 21 mM 



Galactose 42 mM 



Galactose 84 mM 



Galactose 168 mM 




. : 



0 1 



-I- 

2 




4S67 01234 

Maximal length of adventitious root (cm) 



5 6 7 8 



10/20 



OBLCN ET AL f7G3) 413-3000 

DOCKET #^i£&^SHEEr^OF^ 



/ 



Fig. 11 



Control 
(Galactose 42mM) 



35S:PsUGE1a:NosT 
(Galactose 42mM) 




1 



1 • . ; 

i. 



n 



^ 

I* >- 



Control: 

Plant redifferentiatedfrom non-transgenic plant callus 



Sugar 
Sucrose 84 mM 

Galactose 10 mM 
Galactose 21 mM 
Galactose 42 mM 
Galactose 84 mM 
Galactose 168 mM 



Sugar 
Sucrose 84 mM 

Galactose 10 mM 
Galactose 21 mM 
Galactose 42 mM 
Galactose 84 mM 
Galactose 168 mM 



■A. T 



* • < ■ 




2 4 6 8 10 12 14 16 18 20 

Maximal length of shoot (cm) 

35S:P8UGE1a:N08T 




2 4 6 8 10 12 14 16 18 20 

Maximal length of shoot (cm) 



11/20 



OBLON ET AL (703) 413-3000 

DOCKET ^JMM^%ms:i42^ov. 





Fig. 12 




12/20 




OBLON ET AL aOTl) 413-3000 

DOCKET ^ S HEET /'?OF_2q_ 



^£4 



Fig. 13 



Score 



o 

c 

<u 

3 
0) 



70 



60 



50 



40 



20 



10 



0 




30 - 



0.46 0.52 



: To generation of Ps UGE transgenic plant 
I 1. 

I I - Non-transgenic Nipponbare plant (n=18) 




Significant differences of Median (x^=8.6*) 



0-0.2 



0.3-0.5 0.6-1.0 1.1-1.5 



Salt Tolerance Score 



13/20 



OBLCN £T AL (703) 413-30{X) 1 / R ^ A 

DOCKET #_^Z^-^SHEET7jtOFjf_ * W # ^ ^^i^ * fc«t 



Fig. 14 




Non-transgenic rice (2 weeks later) PseUGE transgenic rice ( 2 weel<s later) 




Non-transgenic rice (8 weeks leter) PseUGE transgenic rice (8 weeks later) 



14/20 



OBLOH ET AL (703) 413^ ^ 



10/553124 



Fig. 15 




15/20 



OBLON EX AL (705) 413-3( 
DOCiCET 




sheetZ^of^ 




Fig. 16 



PsUGE 
gene 

226 bp 



400 bp 





- 


• 










































%-«.•• 


, . . . ■ •?- •»■ 












V NT 


1 2 


3 


4 


5 


6 




V NT 1 



16/20 



03L0N ET AL (703) 413-3000 

DOCKET # iZ?^.^^SHEErll0F^ 



Fig. 17 



1 2 3 4 5 




17/20 




OBLCN ET AL (703) 413-3000 ^ aQJ^^'^^'SA 

DOCKET #_^r/^iS^SHEET. /^- 



Fig. 18 



1 2 3 4 5 6 




18/20 



CBLCN ET AL (705) 41 3-3000 ' 

DOCKET ^L^^^^^^X.SHEET_/2oF,.^ 



IS/ 



Fig.19 




19/20 




20/20 



